9R (g aoliyy (s3]
R Studio ,381 s 5
faradars.org/fvr9311

R )38 oy b gl Judxi' (61 doorio

Jol dmd>
Sy (il (X J5O

O‘ﬁ.‘) . l{, ..".. o‘ I: . F“H .



9R (cws g ol (390!

R Studio 381 o
. *e faradars.org/fvr9311
XX ﬁ )
'S

Con 60‘)5‘ 4= u.u)lf Q.ﬂ ULJal;u ¢
CouS ags xS 5l 1, aelip @

http://cran.r-project.org



IR (w5 4ol 5900
R Studio ,381 s 5

NS ol 0 eolaiwl 850 polio

STATISTICAL
BIOINFORMATICS

For Biomedical
and Life Science Researchers

Edieed by JAE K. LEE

Sunil K. Mathur 1P




9R (g aoliyy (s3]
R Studio 381 o
- faradars.org/fvr9311
S . A )t

S by

R 1580 o 5 dmgy asesn B

R )‘}5‘ Py s")-'@ *

ol e b oliisl g 5158l 6 5l 0goe @

R a8l darwgi 5 SU8l,5 asns « R StUdIo )58l o5 coas
Al5l o L Gil;“iﬂ °

LS’M‘) Qo)gi o 05.7:.3



9R (cws g ol (390!
R Studio ,381 s 5

faradars.org/fvr9311

http://en.wikipedia.org/wiki/John_Chambers_%28statistician%29



9R (g aoliyy (s3]
R Studio ,381 s 5
faradars.org/fvr9311
S -\L:
D=

45 23,5 (Srre slel Jelo sl som) Gy K2 Olsre @ VAV Lo 0 S 0L
23,5 (g3kw ooly FORTRAN g aobi o by sl ailsuls jo ol o



IR (w5 4ol 5900
R Studio ,381 s 5

faradars.org/fvr9311

STATISTICAL

MODELS IN

) .M.’ )O S UL’) \c dorow ®
| PROGRAMMING

ol ol Sils K R ol s
' @E{:} ! Lg}o‘ (_gLQ J...lyu

G

T oy
B B
O criapman & HaLLCRC

FEDITED BY
John M. Chambers

Trevor J. Hastie




9R (g aoliyy (s3]
R Studio ,381 s 5
faradars.org/fvr9311
S b
D=

)Q ‘).a)lf Lg‘).’ LS“"""?" c\..ol.a).s ulS.J Ql.?u‘S l.’) u.w.wl.s ‘u.odA.Q )).».o.‘> UL> ¢
J 0 a5 sans Caws b ol 4 wles! (pl &S (5 9k 09 colw ¢ Jeles lae S

‘cwyc\.ol.:).sél!b Luumj.sow ‘Msu‘)‘w'wwyd.obf
b cpl o by onl o cmwgl aolip Jaol 6,51,8 L U 0g winles 06 e
3l o5 cla S 8, & o

http://www.stat.bell-labs.com/S/history.html



' 9R (g aoliyy (s3]
R Studio 381 o
I faradars.org/fvr9311

el S Gy 5l osS Se R (pngs asliy (L

A5 g5 S c\.;b P9 C 9 FORTRAN LSLQ QL’) (’:"9" 9 > d.:L?uL.S )| oolaw] L: R UL’) °

w‘ Oy



9R (g aoliyy (s3]
R Studio 381 o
R ‘ . . ‘ . . . l-‘; faradars.org/fvr9311
)P Py ARy Agon

Robert |, 4 Ross lhaka Lwg odjes jaa8 aulSgl slKisls j0 142Y Jlo @
2 b R s o 5 oloxl Gentleman

85 )18 pges oy o RIS aS 65 sl VAT Lo 0

03,5 oolaiwl GNU 516 5 57 B |, KL Matrin Machler Y4406 JL. e
s )18 pges HLil oG], O e ) lsle 5

ags 38l a5 arwg g oleinl, slp egee Mailing List G V245 JLo @
20,5

J S Codghnns diud 09,5 00,5 LS5 R G158l 6 5 diis 09,5 :VRAY Lo ©
3,10 suge 1, Source code

20,8 il R Il e sl Ve e ddeid Veoe Jlo jo ®

sl das ey b as auo F e (138l ey Q—.’.‘Y'\-Y e YoV Jlo jo @

10



' IR (o g5 40l o390
R Studio ,381 s 5
. R ‘ . ‘ . ‘ faradars.org/fvr9311
Xer ™ )'L:

sl o oS5 ol i 90 3R 1581

11



9R (g aoliyy (s3]
R Studio 381 o
‘ - ‘ . ‘ )b faradars.org/fvr9311
R P il e

)‘Jw‘oMWR)‘P‘ﬁfé‘fMG&f"’ J@be)o °
ol 3glils b8 calise (sla Repository

R 581 05 50 caway lo ools Jd= (gl o 25 5l (6l ac 9020 Bioconductor e

sl Cole Cg y0 g 00l Al aliBs of 8l a5 Wi 15 (6,550 Gl =S5 °
s o &l ogs Lasls

12



9R (g aoliyy (s3]
R Studio ,381 s 5
faradars.org/fvr9311

R39S ol asdllas (gl canlio o aix @
Chambers (2008). Software for Data Analysis, Springer.
Chambers (1998). Programming with Data, Springer.
Venables & Ripley (2002). Modern Applied Statistics with S, Springer.
Venables & Ripley (2000). S Programming, Springer.
Pinheiro & Bates (2000). Mixed-Effects Models in S and S-PLUS, Springer.

Murrell (2005). R Graphics, Chapman & Hall/CRC Press.
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The Comprehensive R Archive Network

Download and Install R

Precompiled binary distributions of the base system and contributed packages. Windows and Mac users most likely want one of
these versions of R:

\C:IRA\T s Download B for Linux
SCHLols ¢ Download R for (Mac) OS5 X

What's new? e Download R for Windows

Task Views
Search E 15 part of many Linux distributions. you should check with your Linux package management system in addition to the link
About R above.
R Homepage Source Code for all Platforms
The B Journal ) . . S .
Windows and Mac users most likely want to download the precompiled binaries listed in the upper box. not the source code. The
Sofware sources have to be compiled before vou can use them. If vou do not know what this means. you probably do not want to do it!
R Sources . ) .
E Binaries ¢ The latest release (2014-10-31, Pumplkin Helmet) B-3.1 2 tar gz read what's new in the latest version.
Packages . o .
Other e Sources of R alpha and beta releases (daily snapshots. created only in time periods before a planned release).

¢ Daily snapshots of current patched and development versions are available here Please read about new features and bug
fixes before filing corresponding feature requests or bug reports.

Documentation
Manuals
FAQs

g s Source code of older verstons of R 15 available here.
Contributed

¢ Contributed extension packages

Questions About R

¢ Ifvou have questions about B like how to download and install the software. or what the license terms are. please read our
answers to frequently asked questions before you send an email.

What are R and CRAN?

14
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Mailing Lists

m

Please read the instructions below and the posting guide before sending anything to any mailing list!

Mote that the R lists are public discussion lists and anything you post will be archived and accessible via several websites for many years.
Thanks to Martin Maechler {and ETH Zurich), there are four general mailing lists devoted to /&
R-announce

This list is for major announcements about the development of R and the availability of new code.

It has a fow volume (typically only a few messages a month) and everyone mildly interested should consider subseribing, but note that R-help gets everything from R-announce as well, so you don't

need to subscribe to both of them.

Mote that the list is moderated to be used for announcements mainly by the R Core Development Team.

Use the web interface for information, subscription, archives, etc.
R-packages
This list is for announcements as well, usually on the availability of new or enhanced contributed packages (on CRAN, typically).

Mote that the list is moderated. However, CRAN package authors (and others, similarly qualified) can freely post.

As with R—announce, all messages to R-packages are automatically forwarded to the main s-help mailing list; we still recommend to subscribe to R—packages if you read R—help only in digest form.

Hern tha vk imtmdfann far infrrmmatine ruhearintican archiviees Adn =

7/26/2016 15
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Welcome to RStudio - Open source

and enterprise-ready professional
software for R

Download RStudio

Discover Shiny

Powerful IDEfor R R Packages

Bring R to the web
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[} bioconductor.org

g scarc:
BiocondUCtor Help Developers About

OPEN SOURCE SOFTWARE FOR BIOINFORMATICS

About

Bioconductor sl - eam
Get started with Bioconductor Master Bioconductor tools

Bioconductor provides tools for the )
analysis and comprehension of high- * Install Bioconductor * LCourses .
throughput genomic data * Explore packages * Support sll_:e

. o * Getsupport * Package vignettes
Bioconductor uses the R statistical = Latest newsletter = Literature citations
programming language, and is open | = Follow us on twitter * Common work flows
source and open development. It = Install R = FA
has two releases each year, 234 " M

* Videos

software packages, and an active
user community. Bioconductor is
also available as an AMI (&mazon
Machine Imaage) and a series of
Docker images.

News Use » Develop »

« Nature Methods Orchestrating high- Create bioinformatic solutions with Contribute to Bioconductor
throughput genomic analysis with Bioconductor . Use Bioc "devel
an_:'ﬂndt_mtﬂr (abstract; full—tex_t free with » Software, Annotation, and Experiment » 'Devel’ Software, Annotation and
rggls_tratlon] and other recent |iterature packages Experiment packages
ciations. * Amazon Machine Image * Package guidelines

* Read our latest %'E_“E“ : = | atest release annoucement * Mew package submission

* Updated course material and videos. * Support site = Developer resources

= |lse the support site to get help installing, .

. - . Build reports
learning and using Bioconductar.
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